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Introduction

Plant diseases cause lots of losses
worldwide, and pathogens identification is
essential during diseases studies. Traditional
identification of phytopathogens mainly relied
on host information and pathogen morphological
characteristics, which limited the discovery of
similar pathogens on the same hosts. Recently,
the application of phylogenetics to plant
pathology greatly promotes the discovery of
larvaceous fungi. For example, novel genera in
Cryphonectriaceae  were  described as
phytopathogens continuously in the past two
decades.

Cryphonectriaceae is a worldwide fungal
family, with most members pathogenic to
Myrtiflorae and Fagaceae plants. This family
was established in 2006, basing on Endothia-
Cryphonetria complex, Amphilogia,
Chrysoporthe and Rostraureum (Gryzenhout et
al., 2006). Further studies increased 17 genera in
this family depended on DNA sequence data,
supported by morphological evidence.
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Original genera of Cryphonectriaceae were
combined by orange stromata and purple
reaction in 3% KOH, which differed from the
other families in Diaporthales. Subsequent
genera were newly described or transferred from
imperfect fungi depending on phylogenetic
relationships.

Aurantiosacculus was firstly proposed as a
pathogenic genus of eucalyptus leaf diseases,
recognized by the properties of bright orange
conidiomata and sigmoid conidia (Dyko and
Sutton, 1979). Orange conidiomata is consistent
with Cryphonectriaceae features, while sigmoid
conidia are unique among Cryphonectriaceae
members whereas purple reaction in KOH is
mystery. DNA sequence evidence demonstrated
this genus as a member of Cryphonectriaceae
(Crous et al., 2012).

Chrysomorbus is newly described based only
on asexual states from Lagerstroemia speciosa,
which is an ornamental plant in Myrtiflorae.
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Species differentiation of asexual states in
Cryphonectriaceae was not obvious, the same as
genera.  Chrysomorbus is classified in
Cryphonectriaceae and proposed as a novel
genus supported by DNA sequence data (Chen
et al., 2018).

During traditional pathogens identification,
host information was important to identify the
species rank, which led to doubtful results of
similar asexual states on related hosts.
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CMW 10469 Amphilogia gyrosa

CMW 10470 Amphilogia gyrosa Amphilogia
gs/98 - MES 1001 Aurantiosacculus acutatus :
CMW 10526 Aurantiosacculus eucalyptorum Anrandlosacculus
CBS 124779 Foliocryphia eucalypti : i
100739L CBS H-23099 Foliocryphia eucalyptorum Follocryphla
00 | CMW 9972 Rostraureum tropicale
CMW 10796 Rostraureum tropicale Rostrayresn
99/100_r CMW 10030 Aurapex penicillata A
00| CMW 10035 Aurapex penicillata urapex
CMW 37321 Diversimorbus metrosiderotis ; -
CMW 37322 Diversimorbus metrosiderotis Diversimorbus
100/100 ; CERC 3629 Corticimorbus sinomyrti Corticimorb
CERC 3631 Corticimorbus sinomyrti orlicimorous
84/88r CMW 37887 Holocryphia capensis
100/99 - CMW 37334 Holocryphia gleniana i
CMW 7033 Holocryphia eucalypti Holocryphia
100/09 ' CMW 37337 Holocryphia mzansi
1007100y CMW 18790 Crptometrion aestrosiderotis :
CMW 18793 Crptometrion aestrosiderotis Crptométrion
100/100 ; CBS 130775 Luteocirrhus shearii ;
CBS 130776 Luteocirrhus shearii Lteocirins
1007100, CMW 28285 Aurifilum marmelostoma Aurifil
. 1001100 | CMW 28288 Aurifilum marmelostoma urifilum
CMW 28274 Latruncellus aurorae
| 100,7100 ICMW 28275 Latruncellus aurorae Latruncellus
CMW 37314 Immersiporthe knoxdaviesiana Timiersiorthe
79/84 CMW 37315 Immersiporthe knoxdaviesiana P
907100 1 CMW 11301 Microthia aurorae o 2
ﬁ' CMW 14550 Microthia aurorae Microthia
1007100~ TBRC 5647 Chrysofolia barringtoniae »
CBS 139909 Chrysofolia colombiana Chrysofolia
CMW 10465 Endothia singuiaris Endothia 1
97/100 CMW 10436 Cryphonectria decipiens
CMW 10455 Cryphonectria radicalis
CMW 10527 Cryphonectria japonica Cryphonectria
_':L CMW 10914 Cryphonectria macrospora
CMW 7048 Cryphoneciria parasitica
92/100, CMW 18119 Ursicollum fallax .
CMW 18115 Ursicollum fallax Ursicollum
CMW 9976 Celoporthe dispersa
CMW 29375 Celoporthe frontana
97/96 CMW 13936 Celoporthe woodiana
s2/68r CMW 26900 Celoporthe eucalypti Celoporthe
ag/g7l CMW 12750 Celoporthe guangdongensis
CMW 10781 Celoporthe indonesiensis
CMW 34023 Celoporthe syzygqii
AR 3445 Chromendothia citrina &
CBS 109758 Chromendothia citrina Chromendothia
100/100 __, CMW 49281 Chrysomorbus lagerstroemiae
100~ CMW 49285 Chrysomorbus lagerstroemiae Chrysomorbus
CMW 2113 Chrysoporthe austroafricana
84/97. CMW 29840 Chrysoporthe syzygiicola
CMW 29928 Chrysoporthe zambiensis
CMW 11289 Chrysoporthe cubensis
CMW 11290 Chrysoporthe deuterocubensis Chrysoporthe
B CMW 10641 Chrysoporthe hodgesiana
CMW 11286 Chrysoporthe doradensis
CMW 12727 Chrysoporthe inopina
CMW 2091 Endothia gyrosa Endothia 2
99/100 MES 1001 Aurantioporthe corni .
— cmw 10526 Aurantioporthe corni Aurantioporthe
CMW 5288 Diaporthe ambigua Outgroup

Fig. 1. Phylogram of LSU, ITS, TUB1 and TUB2 regions based on MP, ML and Bayesian analysis. Values above
the branches indicate maximum parsimony bootstrap (MP BP > 50 %) and maximum likelihood bootstrap (ML BP >
50 %). Thickened branches represent posterior probabilities above 0.90 from BI. Scale bar = 60 nucleotide
substitutions.
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